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4 <110> 
6 <120> 
7 
8 



APPLICANT: Keith Schappert 

TITLE OF INVENTION: METHODS FOR TREATING OR IDENTIFYING A 
SUBJECT AT RISK FOR A NEUROLOGICAL DISEASE BY DETERMINING 
THE PRESENCE OF A VARIANT GPIIIA AND/OR VARIANT GPIIB ALLELE 



11 <130> FILE REFERENCE: 50211/015003 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/017 , 828 
C--> 13 <141> CURRENT FILING DATE: 2001-12-07 

.13 <150> PRIOR APPLICATION NUMBER: 09/409,648 
14 <151> PRIOR FILING DATE: 1999-10-01 

16 <150> PRIOR APPLICATION NUMBER: 60/102,624 

17 <151> PRIOR FILING DATE: 1998-10-01 
19 <160> NUMBER OF SEQ ID NOS : 14 

21 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 3997 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <400> SEQUENCE: 1 

29 gcgggaggcg gacgagatgc gagcgcggcc gcggccccgg ccgctctggg cgactgtgct 

30 ggcgctgggg gcgctggcgg gcgttggcgt aggagggccc aacatctgta ccacgcgagg 

31 tgtgagctcc tgccagcagt gcctggctgt gagccccatg tgtgcctggt gctctgatga 

32 ggccctgcct ctgggctcac ctcgctgtga cctgaaggag aatctgctga aggataactg 

33 tgccccagaa tccatcgagt tcccagtgag tgaggcccga gtactagagg acaggcccct 

34 cagcgacaag ggctctggag acagctccca ggtcactcaa gtcagtcccc agaggattgc 

35 actccggctc cggccagatg attcgaagaa tttctccatc caagtgcggc aggtggagga 

3 6 ttaccctgtg gacatctact acttgatgga cctgtcttac tccatgaagg atgatctgtg 

37 gagcatccag aacctgggta ccaagctggc cacccagatg cgaaagctca ccagtaacct 

38 gcggattggc ttcggggcat ttgtggacaa gcctgtgtca ccatacatgt atatctcccc 

39 accagaggcc ctcgaaaacc cctgctatga tatgaagacc acctgcttgc ccatgtttgg 

40 ctacaaacac gtgctgacgc taactgacca ggtgacccgc ttcaatgagg aagtgaagaa 

41 gcagagtgtg tcacggaacc gagatgcccc agagggtggc tttgatgcca tcatgcaggc 

42 tacagtctgt gatgaaaaga ttggctggag gaatgatgca tcccacttgc tggtgtttac 

4 3 cactgatgcc aagactcata tagcattgga cggaaggctg gcaggcattg tccagcctaa 
44 tgacgggcag tgtcatgttg gtagtgacaa tcattactct gcctccacta ccatggatta 
4 5 tccctctttg gggctgatga ctgagaagct atcccagaaa aacatcaatt tgatctttgc 

46 agtgactgaa aatgtagtca atctctatca gaactatagt gagctcatcc cagggaccac 

47 agttggggtt ctgtccatgg attccagcaa tgtcctccag ctcattgttg atgcttatgg 

48 gaaaatccgt tctaaagtag agctggaagt gcgtgacctc cctgaagagt tgtctctatc 

49 cttcaatgcc acctgcctca acaatgaggt catccctggc ctcaagtctt gtatgggact 

50 caagattgga gacacggtga gcttcagcat tgaggccaag gtgcgaggct gtccccagga 

51 gaaggagaag tcctttacca taaagcccgt gggcttcaag gacagcctga tcgtccaggt 

52 cacctttgat tgtgactgtg cctgccaggc ccaagctgaa cctaatagcc atcgctgcaa 

53 caatggcaat gggacctttg agtgtggggt atgccgttgt gggcctggct ggctgggatc 

54 ccagtgtgag tgctcagagg aggactatcg cccttcccag caggacgaat gcagcccccg 

55 ggagggtcag cccgtctgca gccagcgggg cgagtgcctc tgtggtcaat gtgtctgcca 

56 cagcagtgac tttggcaaga tcacgggcaa gtactgcgag tgtgacgact tctcctgtgt 

57 ccgctacaag ggggagatgt gctcaggcca tggccagtgc agctgtgggg actgcctgtg 
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58 tgactccgac tggaccggct actactgcaa ctgtaccacg cgtactgaca cctgcatgtc 

59 cagcaatggg ctgctgtgca gcggccgcgg caagtgtgaa tgtggcagct gtgtctgtat 

60 ccagccgggc tcctatgggg acacctgtga gaagtgcccc acctgcccag atgcctgcac 

61 ctttaagaaa gaatgtgtgg agtgtaagaa gtttgaccgg gagccctaca tgaccgaaaa 

62 tacctgcaac cgttactgcc gtgacgagat tgagtcagtg aaagagctta aggacactgg 

63 caaggatgca gtgaattgta cctataagaa tgaggatgac tgtgtcgtca gattccagta 

64 ctatgaagat tctagtggaa agtccatcct gtatgtggta gaagagccag agtgtcccaa 

65 gggccctgac atcctggtgg tcctgctctc agtgatgggg gccattctgc tcattggcct 

66 tgccgccctg ctcatctgga aactcctcat caccatccac gaccgaaaag aattcgctaa 

67 atttgaggaa gaacgcgcca gagcaaaatg ggacacagcc aacaacccac tgtataaaga 

68 ggccacgtct accttcacca atatcacgta ccggggcact taatgataag cagtcatcct 

69 cagatcatta tcagcctgtg ccacgattgc aggagtccct gccatcatgt ttacagagga 

70 cagtatttgt ggggagggat ttggggctca gagtggggta ggttgggaga atgtcagtat 

71 gtggaagtgt gggtctgtgt gtgtgtatgt gggggtctgt gtgtttatgt gtgtgtgttg 

72 tgtgtgggag tgtgtaattt aaaattgtga tgtgtcctga taagctgagc tccttagcct 

73 ttgtcccaga atgcctcctg cagggattct tcctgcttag cttgagggtg actatggagc 

74 tgagcaggtg ttcttcatta cctcagtgag aagccagctt tcctcatcag gccattgtcc 
7 5 ctgaagagaa gggcagggct gaggcctctc attccagagg aagggacacc aagccttggc 

76 tctaccctga gttcataaat ttatggttct caggcctgac tctcagcagc tatggtagga 

77 actgctgggc ttggcagccc gggtcatctg tacctctgcc tcctttcccc tccctcaggc 

78 cgaaggagga gtcagggaga gctgaactat tagagctgcc tgtgcctttt gccatcccct 
7 9 caacccagct atggttctct cgcaagggaa gtccttgcaa gctaattctt tgacctgttg 

80 ggagtgagga tgtctgggcc actcaggggt cattcatggc ctgggggatg taccagcatc 

81 tcccagttca taatcacaac ccttcagatt tgccttattg gcagctctac tctggaggtt 

82 tgtttagaag aagtgtgtca cccttaggcc agcaccatct ctttacctcc taattccaca 

83 ccctcactgc tgtagacatt tgctatgagc tggggatgtc tctcatgacc aaatgctttt 

84 cctcaaaggg agagagtgct attgtagagc cagaggtctg gccctatgct tccggcctcc 

85 tgtccctcat ccatagcacc tccacatacc tggccctgag ccttggtgtg ctgtatccat 

86 ccatggggct gattgtattt accttctacc tcttggctgc cttgtgaagg aattattccc 

87 atgagttggc tgggaataag tgccaggatg gaatgatggg tcagttgtat cagcacgtgt 

88 ggcctgttct tctatgggtt ggacaacctc attttaactc agtctttaat ctgagaggcc 

89 acagtgcaat tttattttat ttttctcatg atgaggtttt cttaacttaa aagaacatgt 

90 atataaacat gcttgcatta tatttgtaaa tttatgtgta tggcaaagaa ggagagcata 

91 ggaaaccaca cagacttggg cagggtacag acactcccac ttggcatcat tcacagcaag 

92 tcactggcca gtggctggat ctgtgagggg ctctctcatg atagaaggct atggggatag 

93 atgtgtggac acattggacc tttcctgagg aagagggact gttcttttgt cccagaaaag 

94 cagtggctcc attggtgttg acatacatcc aacattaaaa gccaccccca aatgcccaag 

95 aaaaaaagaa agacttatca acatttgttc catgagg 

97 <210> SEQ ID NO: 2 

98 <211> LENGTH: 3997 

99 <212> TYPE: DNA 

100 <213> ORGANISM: Homo sapiens 

102 <400> SEQUENCE: 2 

103 gcgggaggcg gacgagatgc gagcgcggcc gcggccccgg ccgctctggg cgactgtgct 

104 ggcgctgggg gcgctggcgg gcgttggcgt aggagggccc aacatctgta ccacgcgagg 

105 tgtgagctcc tgccagcagt gcctggctgt gagccccatg tgtgcctggt gctctgatga 

106 ggccctgcct ccgggctcac ctcgctgtga cctgaaggag aatctgctga aggataactg 

107 tgccccagaa tccatcgagt tcccagtgag tgaggcccga gtactagagg acaggcccct 

108 cagcgacaag ggctctggag acagctccca ggtcactcaa gtcagtcccc agaggattgc 



1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

3997 



file://C:\Crf3\Outhold\VsrJ017828.htm 



1/14/02 



Page 3 of 7 





RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/017,828 



DATE: 01/14/2002 
TIME: 19:28:42 



Input Set : A:\PTO .AMC.tXt 

Output Set: N;\CRF3\01112002\J017828 . raw 



109 actccggctc cggccagatg attcgaagaa tttctccatc caagtgcggc aggtggagga 

110 ttaccctgtg gacatctact acttgatgga cctgtcttac tccatgaagg atgatctgtg 

111 gagcatccag aacctgggta ccaagctggc cacccagatg cgaaagctca ccagtaacct 

112 gcggattggc ttcggggcat ttgtggacaa gcctgtgtca ccatacatgt atatctcccc 

113 accagaggcc ctcgaaaacc cctgctatga tatgaagacc acctgcttgc ccatgtttgg 

114 ctacaaacac gtgctgacgc taactgacca ggtgacccgc ttcaatgagg aagtgaagaa 

115 gcagagtgtg tcacggaacc gagatgcccc agagggtggc tttgatgcca tcatgcaggc 

116 tacagtctgt gatgaaaaga ttggctggag gaatgatgca tcccacttgc tggtgtttac 

117 cactgatgcc aagactcata tagcattgga cggaaggctg gcaggcattg tccagcctaa 

118 tgacgggcag tgtcatgttg gtagtgacaa tcattactct gcctccacta ccatggatta 

119 tccctctttg gggctgatga ctgagaagct atcccagaaa aacatcaatt tgatctttgc 

120 agtgactgaa aatgtagtca atctctatca gaactatagt gagctcatcc cagggaccac 

121 agttggggtt ctgtccatgg attccagcaa tgtcctccag ctcattgttg atgcttatgg 

122 gaaaatccgt tctaaagtag agctggaagt gcgtgacctc cctgaagagt tgtctctatc 

123 cttcaatgcc acctgcctca acaatgaggt catccctggc ctcaagtctt gtatgggact 

124 caagattgga gacacggtga gcttcagcat tgaggccaag gtgcgaggct gtccccagga 

125 gaaggagaag tcctttacca taaagcccgt gggcttcaag gacagcctga tcgtccaggt 

126 cacctttgat tgtgactgtg cctgccaggc ccaagctgaa cctaatagcc atcgctgcaa 

127 caatggcaat gggacctttg agtgtggggt atgccgttgt gggcctggct ggctgggatc 

128 ccagtgtgag tgctcagagg aggactatcg cccttcccag caggacgaat gcagcccccg 

129 ggagggtcag cccgtctgca gccagcgggg cgagtgcctc tgtggtcaat gtgtctgcca 

130 cagcagtgac tttggcaaga tcacgggcaa gtactgcgag tgtgacgact tctcctgtgt 

131 ccgctacaag ggggagatgt gctcaggcca tggccagtgc agctgtgggg actgcctgtg 

132 tgactccgac tggaccggct actactgcaa ctgtaccacg cgtactgaca cctgcatgtc 

133 cagcaatggg ctgctgtgca gcggccgcgg caagtgtgaa tgtggcagct gtgtctgtat 

134 ccagccgggc tcctatgggg acacctgtga gaagtgcccc acctgcccag atgcctgcac 

135 ctttaagaaa gaatgtgtgg agtgtaagaa gtttgaccgg gagccctaca tgaccgaaaa 

136 tacctgcaac cgttactgcc gtgacgagat tgagtcagtg aaagagctta aggacactgg 

137 caaggatgca gtgaattgta cctataagaa tgaggatgac tgtgtcgtca gattccagta 

138 ctatgaagat tctagtggaa agtccatcct gtatgtggta gaagagccag agtgtcccaa 

139 gggccctgac atcctggtgg tcctgctctc agtgatgggg gccattctgc tcattggcct 

140 tgccgccctg ctcatctgga aactcctcat caccatccac gaccgaaaag- aattcgctaa 

141 atttgaggaa gaacgcgcca gagcaaaatg ggacacagcc aacaacccac tgtataaaga 

142 ggccacgtct accttcacca atatcacgta ccggggcact taatgataag cagtcatcct 

143 cagatcatta tcagcctgtg ccacgattgc aggagtccct gccatcatgt ttacagagga 

144 cagtatttgt ggggagggat ttggggctca gagtggggta ggttgggaga atgtcagtat 

145 gtggaagtgt gggtctgtgt gtgtgtatgt gggggtctgt gtgtttatgt gtgtgtgttg 

146 tgtgtgggag tgtgtaattt aaaattgtga tgtgtcctga taagctgagc tccttagcct 

147 ttgtcccaga atgcctcctg cagggattct tcctgcttag cttgagggtg actatggagc 

148 tgagcaggtg ttcttcatta cctcagtgag aagccagctt tcctcatcag gccattgtcc 

149 ctgaagagaa gggcagggct gaggcctctc attccagagg aagggacacc aagccttggc 

150 tctaccctga gttcataaat ttatggttct caggcctgac tctcagcagc tatggtagga 

151 actgctgggc ttggcagccc gggtcatctg tacctctgcc tcctttcccc tccctcaggc 

152 cgaaggagga gtcagggaga gctgaactat tagagctgcc tgtgcctttt gccatcccct 

153 caacccagct atggttctct cgcaagggaa gtccttgcaa gctaattctt tgacctgttg 

154 ggagtgagga tgtctgggcc actcaggggt cattcatggc ctgggggatg taccagcatc 

155 tcccagttca taatcacaac ccttcagatt tgccttattg gcagctctac tctggaggtt 

156 tgtttagaag aagtgtgtca cccttaggcc agcaccatct ctttacctcc taattccaca 

157 ccctcactgc tgtagacatt tgctatgagc tggggatgtc tctcatgacc aaatgctttt 
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158 cctcaaaggg agagagtgct attgtagagc cagaggtctg gccctatgct tccggcctcc 3360 

159 tgtccctcat ccatagcacc tccacatacc tggccctgag ccttggtgtg ctgtatccat 3420 

160 ccatggggct gattgtattt accttctacc tcttggctgc cttgtgaagg aattattccc 3480 

161 atgagttggc tgggaataag tgccaggatg gaatgatggg tcagttgtat cagcacgtgt 3540 

162 ggcctgttct tctatgggtt ggacaacctc attttaactc agtctttaat ctgagaggcc 3600 

163 acagtgcaat tttattttat ttttctcatg atgaggtttt cttaacttaa aagaacatgt 3660 

164 atataaacat gcttgcatta tatttgtaaa tttatgtgta tggcaaagaa ggagagcata 3720 

165 ggaaaccaca cagacttggg cagggtacag acactcccac ttggcatcat tcacagcaag 3780 

166 tcactggcca gtggctggat ctgtgagggg ctctctcatg atagaaggct atggggatag 3840 

167 atgtgtggac acattggacc tttcctgagg aagagggact gttcttttgt cccagaaaag 3900 

168 cagtggctcc attggtgttg acatacatcc aacattaaaa gccaccccca aatgcccaag 3960 

169 aaaaaaagaa agacttatca acatttgttc catgagg 3997 

171 <210> SEQ ID NO: 3 

172 <211> LENGTH: 788 

173 <212> TYPE: PRT 

174 <213> ORGANISM: Homo sapiens 

176 <400> SEQUENCE: 3 

177 Met Arg Ala Arg Pro Arg Pro Arg Pro Leu Trp Val Thr Val Leu Ala 

178 1 5 10 15 
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